
http://www.elsevier.com/locate/biophyschem
Subject index to Volume 116
Accessible surface area

Hydration heat capacity change; Reorganization of H-bonds; Two-

state Muller’s model (Graziano, G. (116) 137)

Acid

Prothrombin; Structural transitions; Partial unfolding; Molten glob-

ule; ANS fluorescence; Circular dichroism; Light scattering (Debnath,

D.K. (116) 159)

ADP undershoot

Oxidative phosphorylation; Kinetic model; Creatine kinase; Mitochon-

drial respiration; Pi undershoot (Korzeniewski, B. (116) 129)

Affinity

Specificity; DNA–probe; PCR (Murugan, R. (116) 105)

Air–water interface

Langmuir monolayers; Mixed monolayers; Interactions; Amphotericin

B derivatives (Hac-Wydro, K. (116) 77)

Alkyltin(IV)

Phytate; Complex formation constants; Dependence on ionic strength;

Predictive relationships (De Stefano, C. (116) 111)

Amphotericin B derivatives

Langmuir monolayers; Air–water interface; Mixed monolayers; Inter-

actions (Hac-Wydro, K. (116) 77)

ANS fluorescence

Prothrombin; Structural transitions; Acid; Partial unfolding; Molten

globule; Circular dichroism; Light scattering (Debnath, D.K. (116)

159)

Antioxidants

Yeast; Carotenoids; EPR spectroscopy; Spin trapping; Heavy metals

(Rapta, P. (116) 1)

Archaea

Hyperthermostable protein; O6-methylguanine-DNA methyltransfer-

ase; Thermodynamics; Unfolding pathway (Nishikori, S. (116) 97)

Bead models

Monte Carlo simulation; Hydrodynamic properties (Garcia de la

Torre, J. (116) 121)

Bimolecular reactions

Binding; Pseudo-first order conditions; Electron transfer (Malatesta,

F. (116) 251)
doi:10.1016/S0301-4622(05)00141-9
Binding

Bimolecular reactions; Pseudo-first order conditions; Electron transfer

(Malatesta, F. (116) 251)

Biological rhythm

Calcium firing; Cardiac cell; Cellular assembly; Periodical forcing

(Aihara, R. (116) 33)

Bioluminescence

Chemiluminescence; Gene expression; Nucleic acid; Polymerization;

Enzyme kinetics; Positive feedback (Hassibi, A. (116) 175)

BSA

Stratum corneum; EPR; Spin label; Protein mobility; Urea and
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11)

Molten globule

Prothrombin; Structural transitions; Acid; Partial unfolding; ANS

fluorescence; Circular dichroism; Light scattering (Debnath, D.K.

(116) 159)

Monte Carlo simulation

Hydrodynamic properties; Bead models (Garcia de la Torre, J. (116)

121)

Nicotinic acetylcholine receptor

a-Cobratoxin; Conformational dynamics; Time-resolved fluorescence

anisotropy (Johnson, D.A. (116) 213)

NMR chemical exchange

Rubredoxin; Reversible unfolding; Differential thermostability

(LeMaster, D.M. (116) 57)

Nucleic acid

Chemiluminescence; Bioluminescence; Gene expression; Polymeriza-

tion; Enzyme kinetics; Positive feedback (Hassibi, A. (116) 175)

O6-methylguanine-DNA methyltransferase

Archaea; Hyperthermostable protein; Thermodynamics; Unfolding

pathway (Nishikori, S. (116) 97)



Subject index to Volume 116260
Open and closed interface

Domain swapping; Circular dichroism; Differential scanning calorim-

etry; Structure–stability relationship; Protein aggregation (Bucci, E.

(116) 89)

Oxidative phosphorylation

Kinetic model; Creatine kinase; Mitochondrial respiration; ADP

undershoot; Pi undershoot (Korzeniewski, B. (116) 129)

Oxidoreductase

Peroxidase; Phanerochaete chrysosporium ; Modeling; Molecular

dynamics (Larrondo, L.F. (116) 167)

Oxygen consumption

Respiration rate; Parallel activation; Intact heart; Calcium signalling;

Computer model (Korzeniewski, B. (116) 145)

Parallel activation

Respiration rate; Oxygen consumption; Intact heart; Calcium signal-

ling; Computer model (Korzeniewski, B. (116) 145)

Partial unfolding

Prothrombin; Structural transitions; Acid; Molten globule; ANS fluo-

rescence; Circular dichroism; Light scattering (Debnath, D.K. (116) 159)

PCR

Specificity; Affinity; DNA–probe (Murugan, R. (116) 105)

Periodical forcing

Biological rhythm; Calcium firing; Cardiac cell; Cellular assembly

(Aihara, R. (116) 33)

Peroxidase

Oxidoreductase; Phanerochaete chrysosporium; Modeling; Molecular

dynamics (Larrondo, L.F. (116) 167)

Phanerochaete chrysosporium

Oxidoreductase; Peroxidase; Modeling; Molecular dynamics

(Larrondo, L.F. (116) 167)

Phenylalanine analogues

Tyrosine analogues; Cyclodextrin; Inclusion complexes; Fluorescence;

Time-resolved fluorescence; Global analysis (Mrozek, J. (116) 237)

Phospholipid bilayer

Procaine; Local anesthetic; Erythrocyte membrane; Toad skin (Suwal-

sky, M. (116) 227)

Phytate

Alkyltin(IV); Complex formation constants; Dependence on ionic

strength; Predictive relationships (De Stefano, C. (116) 111)

Pi undershoot

Oxidative phosphorylation; Kinetic model; Creatine kinase; Mitochon-

drial respiration; ADP undershoot (Korzeniewski, B. (116) 129)

Polyamino acid

Molecular monolayer; Compression isotherm; Flory exponent; a-helix to

random coil transition; Langmuir–Blodgett film (Sjfgren, H. (116) 11)

Polymerization

Chemiluminescence; Bioluminescence; Gene expression; Nucleic acid;

Enzyme kinetics; Positive feedback (Hassibi, A. (116) 175)
Positive feedback

Chemiluminescence; Bioluminescence; Gene expression; Nucleic acid;

Polymerization; Enzyme kinetics (Hassibi, A. (116) 175)

Predictive relationships

Phytate; Alkyltin(IV); Complex formation constants; Dependence on

ionic strength (De Stefano, C. (116) 111)

Procaine

Local anesthetic; Erythrocyte membrane; Phospholipid bilayer; Toad

skin (Suwalsky, M. (116) 227)

Protein aggregation

Domain swapping; Circular dichroism; Differential scanning calorim-

etry; Structure–stability relationship; Open and closed interface (Bucci,

E. (116) 89)

Protein dynamics

Hemoglobin quaternary structure; Mean square displacement;

Dynamical transition (Caronna, C. (116) 219)

Protein mobility

Stratum corneum; EPR; Spin label; BSA; Urea and pyrrolidone
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